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SEQUENCE LISTING 

<11D> MIYATA-. Toshio 

KUROKAUA i Kiyoshi 

<150> Negsin Protein 

<130> F5-005PCT 

<i40> * 
<i4i> 

<150> JP01-575305 
<151> 

<lbO> 44 

<l?U> Patentln Ver. 2 ■ D 

<210> 1 
<S11> 1143 
<515> DNA 

<213> Homo sapiens 

<EED> 

<ES1> CDS 

<EEE> (l)-.(imD) 

<400> 1 

atg gcc tec ctt get gca gca aat gca gag ttt tgc ttc aac ctg ttc 4A 

Met Ala Ser Leu Ala Ala Ala Asn Ala Glu Phe Cys Phe Asn Leu Phe 

15 10 15 

aga gag atg gat gac aat caa gga aat gga aat gtg ttc ttt tec tct 
Arg Glu Met Asp Asp Asn Gin Gly Asn Gly Asn Val Phe Phe Ser Ser 
50- 55 30 

ctg age etc ttc get gcc ctg gcc ctg gtc cgc ttg ggc get caa gat 144 
Leu Ser Leu Phe Ala Ala Leu Ala Leu Val Arg Leu Gly Ala Gin Asp 
35 40 45 

gac tec etc tct cag att gat aag ttg ctt cat gtt aac act gcc tea 1T5 
Asp Ser Leu Ser Gin He Asp Lys Leu Leu His Val Asn Thr Ala Ser 
50 55 bO 

gga tat gga aac tct tct aat agt cag tea ggg etc cag tct caa ctg E40 
Gly Tyr Gly Asn Ser Ser Asn Ser Gin Ser Gly Leu Gin Ser Gin Leu 
t5 70 75 AO 

aaa aga gtt ttt tct gat ata aat gca tec cac aag gat tat gat etc Efifl 
Lys Arg Val Phe Ser Asp He Asn Ala Ser His Lys Asp Tyr Asp Leu 
fi5 10 

age att gtg aat ggg ctt ttt get gaa aaa gtg tat ggc ttt cat aag 33b 
Ser He Val Asn Gly Leu Phe Ala Glu Lys Val Tyr Gly Phe His Lys 
100 105 110 

gac tac att gag tgt gcc gaa aaa tta tac gat gcc aaa gtg gag cga 384 
Asp Tyr He Glu Cys Ala Glu Lys Leu Tyr Asp Ala Lys Val Glu Arg 
115 1E0 155 
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gtt gac ttt acg aat cat tta gaa gac act aga cgt aat att aat aag M3E 
Val Asp Phe Thr Asn His Leu Glu Asp Thr Arg Arg Asn lie Asn Lys 
13D 135 mD 

tgg gtt gaa aat gaa aca cat ggc aaa ate aag aac gtg att ggt gaa 4flO 
Trp Val Glu Asn Glu Thr His Gly Lys He Lys Asn Val He Gly Glu 
mS 15D 155 IbO 

99t ggc ata age tea tct get gta atg gtg ctg gtg aat get gtg tac 52fl 
Gly Gly He Ser Ser Ser Ala Val Met Val Leu Val Asn Ala Val Tyr 
lb5 170 175 

tte aaa ggc aag tgg caa tea gee tte ace aag age gaa aec ata aat 57b 
Phe Lys Gly Lys Trp Gin Ser Ala Phe Thr Lys Ser Glu Thr He Asn 
ISO IflS no 

tgc cat tte aaa tct ccc aag tgc tct ggg aag gca gtc gee atg atg bEH 
Cys His Phe Lys Ser Pro Lys Cys Ser Gly Lys Ala Val Ala Met Met 
1T5 SOD 205 

cat cag gaa egg aag tte aat ttg tct gtt att gag gac cca tea atg b72 
His Gin Glu Arg Lys Phe Asn Leu Ser Val He Glu Asp Pro Ser Met 
210 215 220 

aag att ctt gag etc aga tac aat ggt ggc ata aac atg tac gtt ctg 720 
Lys He Leu Glu Leu Arg Tyr Asn Gly Gly He Asn Met Tyr Val Leu 
225 230 235 BHD 

ctg cct gag aat gac etc tct gaa att gaa aac aaa ctg ace ttt cag 7bfl 
Leu Pro Glu Asn Asp Leu Ser Glu He Glu Asn Lys Leu Thr Phe Gin 
2M5 250 255 

aat eta atg gaa tgg ace aat cca agg ega atg ace tct aag tat gtt flit. 
Asn Leu Met Glu Trp Thr Asn Pro Arg Arg Met Thr Ser Lys Tyr Val 
2b0 2b5 270 

gag gta ttt ttt cct cag tte aag ata gag aag aat tat gaa atg aaa fib 1 * 
Glu Val Phe Phe Pro Gin Phe Lys He Glu Lys Asn Tyr Glu Met Lys 
275 260 2fi5 

caa tat ttg aga gee eta ggg ctg aaa gat ate ttt gat gaa tec aaa T12 
Gin Tyr Leu Arg Ala Leu Gly Leu Lys Asp He Phe Asp Glu Ser Lys 
2^0 2^5 300 

gca gat etc tct ggg att get teg ggg ggt cgt ctg tat ata tea agg ^bO 
Ala Asp Leu Ser Gly He Ala Ser Gly Gly Arg Leu Tyr He Ser Arg 
305 310 315 320 

atg atg cac aaa tct tac ata gag gtc act gag gag ggc ace gag get lOOfl 
Met Met His Lys Ser Tyr He Glu Val Thr Glu Glu Gly Thr Glu Ala 
325 330 335 

act get gee aca gga agt aat att gta gaa aag caa etc cct cag tec 105b 
Thr Ala Ala Thr Gly Ser Asn He Val Glu Lys Gin Leu Pro Gin Ser 
3M0 3i*5 350 

acg ctg ttt aga get gac cac cca tte eta ttt gtt ate agg aag gat 110M 
Thr Leu Phe Arg Ala Asp His Pro Phe Leu Phe Val He Arg Lys Asp 
355 3b0 3b5 
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gac ate ate tta ttc agt ggc aaa gtt tct tgc cct tga 11M3 
Asp lie lie Leu Phe Ser Gly Lys Val Ser Cys Pro 
370 375 3AQ 



<21D> 2 
<211> 360 
<212> PRT 

<213> Homo sapiens 
<M00> 2 

Met Ala Ser Leu Ala Ala Ala Asn Ala Glu Phe Cys Phe Asn Leu Phe 
15 10 15 

Arg Glu Met Asp Asp Asn Gin Gly Asn Gly Asn Val Phe Phe Ser Ser 
20 25 30 

Leu Ser Leu Phe Ala Ala Leu Ala Leu Val Arg Leu Gly Ala Gin Asp 
35 MO M5 

Asp Ser Leu Ser Gin lie Asp Lys Leu Leu His Val Asn Thr Ala Ser 
50 55 bO 

Gly Tyr Gly Asn Ser Ser Asn Ser Gin Ser Gly Leu Gin Ser Gin Leu 
b5 70 75 SO 

Lys Arg Val Phe Ser Asp lie Asn Ala Ser His Lys Asp Tyr Asp Leu 
fi5 ^0 ^5 

Ser He Val Asn Gly Leu Phe Ala Glu Lys Val Tyr Gly Phe His Lys 
100 105 110 

Asp Tyr He Glu Cys Ala Glu Lys Leu Tyr Asp Ala Lys Val Glu Arg 
115 120 125 

Val Asp Phe Thr Asn His Leu Glu Asp Thr Arg Arg Asn He Asn Lys 
130 135 1M0 

Trp Val Glu Asn Glu Thr His Gly Lys He Lys Asn Val He Gly Glu 
1M5 150 155 IbO 

Gly Gly He Ser Ser Ser Ala Val Met Val Leu Val Asn Ala Val Tyr 
lh5 170 175 

Phe Lys Gly Lys Trp Gin Ser Ala Phe Thr Lys Ser Glu Thr He Asn 

iao las no 

Cys His Phe Lys Ser Pro Lys Cys Ser Gly Lys Ala Val Ala Met Met 
nS 200 205 

His Gin Glu Arg Lys Phe Asn Leu Ser Val He Glu Asp Pro Ser Met 
210 215 220 

Lys He Leu Glu Leu Arg Tyr Asn Gly Gly He Asn Met Tyr Val Leu 
225 230 235 2M0 

Leu Pro Glu Asn Asp Leu Ser Glu He Glu Asn Lys Leu Thr Phe Gin 
2M5 250 255 
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Asn Leu Met Glu Trp Thr Asn Pro Arg Arg Met Thr Ser Lys Tyr Val 
5b0 Sb5 570 

Glu Val Phe Phe Pro Gin Phe Lys He Glu Lys Asn Tyr Glu Met Lys 
275 SfiO 5A5 

Gin Tyr Leu Arg Ala Leu Gly Leu Lys Asp He Phe Asp Glu Ser Lys 
5T0 5T5 300 

Ala Asp Leu Ser Gly He Ala Ser Gly Gly Arg Leu Tyr He Ser Arg 
305 310 315 350 

(let Met His Lys Ser Tyr He Glu Val Thr Glu Glu Gly Thr Glu Ala 
355 330 335 

Thr Ala Ala Thr Gly Ser Asn He Val Glu Lys Gin Leu Pro Gin Ser 
3H0 3HS 350 

Thr Leu Phe Arg Ala Asp His Pro Phe Leu Phe Val He Arg Lys Asp 
355 3b0 3t5 

Asp He He Leu Phe Ser Gly Lys Val Ser Cys Pro 
370 375 3A0 

<510> 3 
<511> 1551 
<515> DNA 

<513> Rattus rattus 

<520> 

<551> CDS 

<555> (fl)..(im?) 

<M00> 3 

tttcaaa atg gcc tec ctt get gca gca aat gca gaa ttt ggc ttc gac MT 

Met Ala Ser Leu Ala Ala Ala Asn Ala Glu Phe Gly Phe Asp 
1 5 10 

tta ttc aga gag atg gat agt agt caa gga aac gga aat gta ttc ttc T7 
Leu Phe Arg Glu (let Asp Ser Ser Gin Gly Asn Gly Asn Val Phe Phe 
15 50 55 3D 

tct tec ctg age ate ttc act gcc ctg age eta ate cgt ttg ggt get 1HS 
Ser Ser Leu Ser He Phe Thr Ala Leu Ser Leu He Arg Leu Gly Ala 
35 M0 MS 

cga ggt gac tgt nnn cgt cag att gac aag gcc ctg cac ttt ate tec 1T3 
Arg Gly Asp Cys Xaa Arg Gin He Asp Lys Ala Leu His Phe He Ser 
5D 55 b0 

cca tea aga caa ggg aat tea teg aac agt cag eta gga ctg caa tat 5m 
Pro Ser Arg Gin Gly Asn Ser Ser Asn Ser Gin Leu Gly Leu Gin Tyr 
b5 70 75 

caa ttg aaa aga gtt ctt get gac ata aac tea tct cat aag gat nnn SAT 
Gin Leu Lys Arg Val Leu Ala Asp He Asn Ser Ser His Lys Asp Xaa 
AO A5 TO 

aaa etc age att gcc aat gga gtt ttt gca gag aaa gta ttt gat ttt 337 
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Lys Leu Ser He Ala Asn Gly Val Phe Ala Glu Lys Val Phe Asp Phe 

TS 100 IDS 110 

cat aag age tat atg gag tgt get gaa aac tta tac aat get aaa gtg 3fl5 

His Lys Ser Tyr Met Glu Cys Ala Glu Asn Leu Tyr Asn Ala Lys Val 

115 120 125 

gaa aga gtt gat ttt aca aat gat ata caa gaa acc aga ttt aaa att 433 

Glu Arg Val Asp Phe Thr Asn Asp He Gin Glu Thr Arg Phe Lys He 

130 135 140 

aat aaa tgg att gaa aat gaa aca cat ggc aaa ate aag aag gtg ttg 4fll 

Asn Lys Trp He Glu Asn Glu Thr His Gly Lys He Lys Lys Val Leu 

145 150 155 

999 9 ac a 9 c a 9 c ctc a 9 c tca tca 9 ct 9 tc at 9 9 fc 9 cta 9 fc 9 aat 9 ct ^2^ 

Gly Asp Ser Ser Leu Ser Ser Ser Ala Val Met Val Leu Val Asn Ala 

IbO lb5 170 

gtt tac ttc aaa ggc aag tgg aaa teg gee ttc acc aag agt gat acc 577 

Val Tyr Phe Lys Gly Lys Trp Lys Ser Ala Phe Thr Lys Ser Asp Thr 

175 iao ifl5 no 

ctc agt tgc cat ttc agg tct ccc age ggt cct gga aaa gca gtt aat b25 

Leu Ser Cys His Phe Arg Ser Pro Ser Gly Pro Gly Lys Ala Val Asn 

MS 200 505 

atg atg cat caa gaa egg agg ttc aat ttg tct acc att cag gag cca L73 

Met Met His Gin Glu Arg Arg Phe Asn Leu Ser Thr He Gin Glu Pro 

210 215 220 

cca atg cag att ctt gag cta caa tat cat ggt ggc ata age atg tac 721 

Pro Met Gin He Leu Glu Leu Gin Tyr His Gly Gly He Ser Met Tyr 

225 230 235 

ate atg ttg ccc gag gat gac cta tec gaa att gaa age aag ctg agt 7bT 

He Met Leu Pro Glu Asp Asp Leu Ser Glu He Glu Ser Lys Leu Ser 

240 245 250 

ttc cag aat cta atg gac tgg aca aat age agg aag atg aaa tct cag 617 

Phe Gin Asn Leu Met Asp Trp Thr Asn Ser Arg Lys Met Lys Ser Gin 

255 2b0 2t5 270 

tat gtg aat gtg ttt ctc ccc cag ttc aag ata gag aaa gat tat gaa fibS 

Tyr Val Asn Val Phe Leu Pro Gin Phe Lys He Glu Lys Asp Tyr Glu 

275 2fl0 2flS 

atg agg age cae ttg aaa tct gta ggc ttg gaa gac ate ttt gtt gag T13 

Met Arg Ser His Leu Lys Ser Val Gly Leu Glu Asp He Phe Val Glu 

E^U 2=15 300 

tec agg get gat ctg tct gga att gee tct gga ggt cgt ctc tat gta Tbl 

Ser Arg Ala Asp Leu Ser Gly He Ala Ser Gly Gly Arg Leu Tyr Val 

305 310 315 

tca aag cta atg cac aag tec ctc ata gag gtc tca gaa gaa ggc acc 1001 

Ser Lys Leu Met His Lys Ser Leu lie Glu Val Ser Glu Glu Gly Thr 

320 325 330 

gag gca act get gee aca gaa agt aac ate gtt gaa aag cta ctt cct 1057 
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Glu Ala Thr Ala Ala Thr Glu Ser Asn lie Val Glu Lys Leu Leu Pro 
335 340 3M5 350 

gaa tec acg gtg ttc aga get gac cgc ccc ttt ctg ttt gtc att agg HQS 
Glu Ser Thr Val Phe Arg Ala Asp Arg Pro Phe Leu Phe Val lie Arg 
355 3b0 3b5 

aag aat ggc ate ate tta ttt act ggc aaa gtc teg tgt cct 11M7 
Lys Asn Gly lie lie Leu Phe Thr Gly Lys Val Ser Cys Pro 
370 375 3A0 

tgaaattcta tttggttttc catacactaa caggcatgaa gaaacatcat aagtgaatag 1207 

aattgtaatt ggaagtacat gg 



<210> H 
<B11> 3flG 
<212> PRT 

<213> Rattus rattus 
<40D> H 

(let Ala Ser Leu Ala Ala Ala Asn Ala Glu Phe Gly Phe Asp Leu Phe 
15 ID 15 

Arg Glu Met Asp Ser Ser Gin Gly Asn Gly Asn Val Phe Phe Ser Ser 
20 25 3D 

Leu Ser He Phe Thr Ala Leu Ser Leu He Arg Leu Gly Ala Arg Gly 
35 HO H5 

Asp Cys Xaa Arg Gin He Asp Lys Ala Leu His Phe He Ser Pro Ser 
5D 55 bO 

Arg Gin Gly Asn Ser Ser Asn Ser Gin Leu Gly Leu Gin Tyr Gin Leu 
t»5 7D 75 AO 

Lys Arg Val Leu Ala Asp He Asn Ser Ser His Lys Asp Xaa Lys Leu 
A5 ^0 ^5 

Ser He Ala Asn Gly Val Phe Ala Glu Lys Val Phe Asp Phe His Lys 
1D0 105 110 

Ser Tyr net Glu Cys Ala Glu Asn Leu Tyr Asn Ala Lys Val Glu Arg 
115 120 155 

Val Asp Phe Thr Asn Asp He Gin Glu Thr Arg Phe Lys He Asn Lys 

130 135 mo 

Trp He Glu Asn Glu Thr His Gly Lys He Lys Lys Val Leu Gly Asp 
145 150 155 IbO 

Ser Ser Leu Ser Ser Ser Ala Val Met Val Leu Val Asn Ala Val Tyr 
1L5 170 175 

Phe Lys Gly Lys Trp Lys Ser Ala Phe Thr Lys Ser Asp Thr Leu Ser 
160 IflS no 

Cys His Phe Arg Ser Pro Ser Gly Pro Gly Lys Ala Val Asn Met Met 
115 200 205 
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His Gin Glu Arg Arg Phe Asn Leu Ser Thr lie Gin Glu Pro Pro Met 
210 215 220 

Gin He Leu Glu Leu Gin Tyr His Gly Gly He Ser llet Tyr He Met 
225 23D 235 240 

Leu Pro Glu Asp Asp Leu Ser Glu He Glu Ser Lys Leu Ser Phe Gin 
EMS 25D 255 

Asn Leu Met Asp Trp Thr Asn Ser Arg Lys llet Lys Ser Gin Tyr Val 
2b0 2b5 270 

Asn Val Phe Leu Pro Gin Phe Lys He Glu Lys Asp Tyr Glu llet Arg 
275 2AD 265 

Ser His Leu Lys Ser Val Gly Leu Glu Asp He Phe Val Glu Ser Arg 
2^0 2=15 3D0 

Ala Asp Leu Ser Gly He Ala Ser Gly Gly Arg Leu Tyr Val Ser Lys 
305 310 315 320 

Leu Met His Lys Ser Leu He Glu Val Ser Glu Glu Gly Thr Glu Ala 
325 330 335 

Thr Ala Ala Thr Glu Ser Asn He Val Glu Lys Leu Leu Pro Glu Ser 
340 345 350 

Thr Val Phe Arg Ala Asp Arg Pro Phe Leu Phe Val He Arg Lys Asn 
355 3b0 3b5 

Gly He He Leu Phe Thr Gly Lys Val Ser Cys Pro 
370 375 3fi0 



<210> 5 
<211> 11H7 
<212> DNA 

<213> Plus musculus 



<22D> 
<221> CDS 
<222> (1). 



(1104) 



<4Q0> 5 

ttc gac tta ttc aga gag atg gat agt age caa gga aat gga aat gta 4fl 

Phe Asp Leu Phe Arg Glu llet Asp Ser Ser Gin Gly Asn Gly Asn Val 
15 10 15 

ttc ttc tct tec ctg age ate ttc act gec ctg acc eta ate cgt ctg Tb 

Phe Phe Ser Ser Leu Ser He Phe Thr Ala Leu Thr Leu He Arg Leu 
20 25 30 

ggt get cga ggt gac tgt gca cgt cag att gac aag gca ctg cac ttt 144 

Gly Ala Arg Gly Asp Cys Ala Arg Gin He Asp Lys Ala Leu His Phe 
35 HO 45 

aac ata cca tea aga caa gga aac tea tct aat aat cag cca gga ctt 1*12 

Asn He Pro Ser Arg Gin Gly Asn Ser Ser Asn Asn Gin Pro Gly Leu 
50 55 bO 
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cag tat caa ttg aaa aga gtt ctt get gac ata aac tea tct cat aag 240 
Gin Tyr Gin Leu Lys Arg Val Leu Ala Asp lie Asn Ser Ser His Lys 
b5 70 75 60 

gat tat gaa etc age att gee act gga gtt ttt gea gaa aaa gte tat 266 
Asp Tyr Glu Leu Ser He Ala Thr Gly Val Phe Ala Glu Lys Val Tyr 
65 15 

gac ttt cat aag aac tac att gag tgt get gaa aac tta tac aat get 33b 
Asp Phe His Lys Asn Tyr He Glu Cys Ala Glu Asn Leu Tyr Asn Ala 
1DD IDS 110 

aaa gtg gaa aga gtt gac ttc aca aat gat gta caa gat ace aga ttt 364 
Lys Val Glu Arg Val Asp Phe Thr Asn Asp Val Gin Asp Thr Arg Phe 
115 120 125 

aaa att aat aaa tgg att gaa aat gag aca cat gga aag ate aag aag 432 
Lys He Asn Lys Trp He Glu Asn Glu Thr His Gly Lys He Lys Lys 

130 135 mo 

gtg ttg ggc gac age age etc age teg teg get gte atg gtg ctg gtg 460 
Val Leu Gly Asp Ser Ser Leu Ser Ser Ser Ala Val Met Val Leu Val 
1H5 150 155 IbO 

aac get gtt tac ttc aaa ggc aaa tgg aaa teg gee ttc ace aag act 526 
Asn Ala Val Tyr Phe Lys Gly Lys Trp Lys Ser Ala Phe Thr Lys Thr 
IbS 170 175 

gat ace etc agt tgc cgt ttt agg tct ccc acg tgt cct gga aaa gta 57b 
Asp Thr Leu Ser Cys Arg Phe Arg Ser Pro Thr Cys Pro Gly Lys Val 
160 165 no 

gtt aat atg atg cat caa gaa egg egg ttc aat ttg tct acc att cag b24 
Val Asn Net Met His Gin Glu Arg Arg Phe Asn Leu Ser Thr He Gin 
ns 200 205 

cag cca cca atg cag gtt ctt gag etc caa tat cat ggt ggc ata age b72 
Gin Pro Pro llet Gin Val Leu Glu Leu Gin Tyr His Gly Gly He Ser 
210 215 220 

atg tac att atg ctg cct gag gat ggc eta tgt gaa att gaa age aag 720 
Met Tyr He Met Leu Pro Glu Asp Gly Leu Cys Glu He Glu Ser Lys 
225 230 235 240 

ctg agt ttc cag aat ctg atg gac tgg acc aat agg agg aaa atg aaa 7bfl 
Leu Ser Phe Gin Asn Leu llet Asp Trp Thr Asn Arg Arg Lys flet Lys 
245 250 255 

tct cag tat gtg aac gtg ttt etc ccc cag ttc aag ata gag aag aat 61b 
Ser Gin Tyr Val Asn Val Phe Leu Pro Gin Phe Lys He Glu Lys Asn 
2b0. 2b5 270 

tat gaa atg acg cac cac ttg aaa tec tta ggc ttg aaa gat ate ttt flb4 
Tyr Glu (let Thr His His Leu Lys Ser Leu Gly Leu Lys Asp He Phe 
275 260 265 . 

gat gag tec agt gea gat etc tct gga att gec tct gga ggt cgt etc T12 
Asp Glu Ser Ser Ala Asp Leu Ser Gly He Ala Ser Gly Gly Arg Leu 
2=10 215 30D 
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tac gta tea aag eta atg cac aag tea ttc ata gag gtc tea gag gag ^bD 
Tyr Val Ser Lys Leu (let His Lys Ser Phe He Glu Val Ser Glu Glu 
305 310 315 320 

ggc act gaa gee act get gee aca gaa aat aac att gtt gaa aag cag lOOfl 
Gly Thr Glu Ala Thr Ala Ala Thr Glu Asn Asn He Val Glu Lys Gin 
325 330 335 

ctt cct gag tec aca gtg ttc aga gee gac cgc ccc ttt ctg ttt gtc 105b 
Leu Pro Glu Ser Thr Val Phe Arg Ala Asp Arg Pro Phe Leu Phe Val 
340 345 350 

ate aag aag aat gac ate ate tta ttt act ggc aaa gtc tct tgt cct 1104 
He Lys Lys Asn Asp He He Leu Phe Thr Gly Lys Val Ser Cys Pro 
355 3b0 3b5 

tgaaattcga tttggtttcc tatacagtaa caggcatcaa gaa 1147 

<210> b 
<211> 3bfl 
<212> PRT 

<213> Plus musculus 
<400> b 

Phe Asp Leu Phe Arg Glu Met Asp Ser Ser Gin Gly Asn Gly Asn Val 
15 10 15 

Phe Phe Ser Ser Leu Ser lie Phe Thr Ala Leu Thr Leu He Arg Leu 
20 25 30 

Gly Ala Arg Gly Asp Cys Ala Arg Gin He Asp Lys Ala Leu His Phe 
35 40 45 

Asn He Pro Ser Arg Gin Gly Asn Ser Ser Asn Asn Gin Pro Gly Leu 
50 55 b0 

Gin Tyr Gin Leu Lys Arg Val Leu Ala Asp He Asn Ser Ser His Lys 
b5 70 75 AO 

Asp Tyr Glu Leu Ser He Ala Thr Gly Val Phe Ala Glu Lys Val Tyr 

as ™ is 

Asp Phe His Lys Asn Tyr He Glu Cys Ala Glu Asn Leu Tyr Asn Ala 
1D0 105 110 

Lys Val Glu Arg Val Asp Phe Thr Asn Asp Val Gin Asp Thr Arg Phe 
115 120 125 

Lys lie Asn Lys Trp He Glu Asn Glu Thr His Gly Lys He Lys Lys 
130 135 140 

Val Leu Gly Asp Ser Ser Leu Ser Ser Ser Ala Val Net Val Leu Val 
145 150 155 IbO 

Asn Ala Val Tyr Phe Lys Gly Lys Trp Lys Ser Ala Phe Thr Lys Thr 
IbS 170 175 

Asp Thr Leu Ser Cys Arg Phe Arg Ser Pro Thr Cys Pro Gly Lys Val 
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1A0 IflS MO 

Val Asn Met Met His Gin Glu Arg Arg Phe Asn Leu Ser Thr lie Gin 
nS EDO 505 

Gin Pro Pro Met Gin Val Leu Glu Leu Gin Tyr His Gly Gly He Ser 
510 515 550 

Met Tyr He Met Leu Pro Glu Asp Gly Leu Cys Glu He Glu Ser Lys 
555 530 535 5M0 

Leu Ser Phe Gin Asn Leu Met Asp Trp Thr Asn Arg Arg Lys Met Lys 
5i*5 550 555 



Ser Gin Tyr Val Asn Val Phe Leu Pro Gin Phe Lys He Glu Lys Asn 
5b0 5b5 570 

Tyr Glu Met Thr His His Leu Lys Ser Leu Gly Leu Lys Asp He Phe 
575 5fl0 5fl5 

Asp Glu Ser Ser Ala Asp Leu Ser Gly He Ala Ser Gly Gly Arg Leu 
5^0 5T5 300 

Tyr Val Ser Lys Leu Met His Lys Ser Phe He Glu Val Ser Glu Glu 
305 310 315 350 

Gly Thr Glu Ala Thr Ala Ala Thr Glu Asn Asn He Val Glu Lys Gin 
355 330 335 

Leu Pro Glu Ser Thr Val Phe Arg Ala Asp Arg Pro Phe Leu Phe Val 
3M0 3M5 350 

He Lys Lys Asn Asp He He Leu Phe Thr Gly Lys Val Ser Cys Pro 
355 3bQ 3b5 



<510> 7 
<511> Ifl 
<515> DIM A 

<513> Artificial Sequence 
<550> 

<553> Description of Artificial Sequence : synthesis 
<*400> 7 

tgtaaaacga cggccagt 



<510> A 
<511> 51 
<515> DNA 

<513> Artificial Sequence 
<550> 

<553> Description of Artificial Sequence : synthesis 
<M00> A 

accatgatta cgccaagctt g 
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<210> 1 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<22D> 

<223> Description of Artificial Sequence : synthesis 

<M0D> T 

tcagagaggt cattc 



<E1D> 10 
<211> Ifi 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : synthesis 
<i+D0> ID 

tcattgatgg gtcctcaa 

<210> 11 
<211> lfl 
<212> DNA 

<213> Artificial Sequence 
<22D> 

<223> Description of Artificial Sequence : synthesis 
<H0U> 11 

agattcttga gctcagat 



<21D> 12 
<211> lfl 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : synthesis 
<HDD> 12 

aatggtggca taaacatg 



<21D> 13 
<211> lfl 
<212> DNA 

<213> Artificial Sequence 
<22D> 

<223> Description of Artificial Sequence : synthesis 
<H0D> 13 

acagacaaat tgaacttc 



Page 11 




Sequence . txt 




<E1D> 14 

<211> El 

<E1E> DNA 

<E13> Artificial Sequence 
<E£0> 

<EE3> Description of Artificial Sequence : synthesis 

<4D0> 14 

gaattcatgg cctcccttgc tgcagcaaa 



<E1D> IS 

<B11> 3D 

<E1E> DNA 

<E13> Artificial Sequence 
<EE0> 

<EE3> Description of Artificial Sequence : synthesis 



<E10> lb 

<E11> El 

<E1E> DNA 

<E13> Artificial Sequence 
<EE0> 

<EE3> Description of Artificial Sequence : synthesis 

<400> lb 

atgatctcag cattgtgaat g 21 



<E10> 17 

<E11> EE 

<E1E> DNA 

<E13> Artificial Sequence 
<EED> 

<EE3> Description of Artificial Sequence : synthesis 



<E1D> Ifl 

<E11> 15 

<E1E> PRT 

<E13> Artificial Sequence 
<EED> 

<EE3> Description of Artificial Sequence : synthesis 

<4DD> Ifl 

Ser Asn lie Val Glu Lys Gin Leu Pro Gin Ser Thr Leu Phe Arg 
1 5 ID IS 



<400> 15 

gtcgacttat caagggcaag aaactttgcc 



3D 



<40D> 1? 

actgagggag ttgctt-ttct ac 
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<B1G> M 
<E11> IS 
<21E> PRT 

<£13> Artificial Sequence 
<EED> 

<EE3> Description of Artificial Sequence : synthesis 
<MD0> n 

Phe Arg Glu Met Asp Asp Asn Gin Gly Asn Gly Asn Val Phe Phe 
IS ID 15 



<21D> ED 
<E11> IS 
<E1E> PRT 

<E13> Artificial Sequence 
<EE0> 

<EE3> Description of Artificial Sequence : synthesis 
<M0D> ED 

Ser Gin Ser Gly Leu Gin Ser Gin Leu Lys Arg Val Phe Ser Asp 
1 5 10 IS 



<E10> El 
<E11> lb 
<E1E> PRT 

<E13> Artificial Sequence 
<EE0> 

<EE3> Description of Artificial Sequence : synthesis 
<HDD> El 

Ala Thr Gly Ser Asn He Val Glu Lys Gin Leu Pro Gin Ser Thr Leu 
1 S 10 15 



<E1D> EE 
<E11> 36 
<E1E> DNA 

<E13> Artificial Sequence 
<EED> 

<EE3> Description of Artificial Sequence : synthesis 
<M0D> EE 

atcggatcca tggcctccct tgctgcagca aatgcaga 



<E10> E3 
<E11> HE 
<E1B> DNA 

<E13> Artificial Sequence 
<EED> 

<EE3> Description of Artificial Sequence : synthesis 
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<HDO> 23 

ataagctttc atcaagggca agaaactttg ccactgaata ag 



<£!□> E4 

<E11> ET 

<E1E> DNA 

<513> Artificial Sequence 
<SED> 

<EE3> Description of Artificial Sequence : synthesis 

<4D0> EH 

gtgaatgctg tgtacttaaa ggcaantgn 



<S1D> E5 
<211> 17 
<E1E> DNA 

<E13> Artificial Sequence 
<EED> 

<EE3> Description of Artificial Sequence : synthesis 
<400> E5 

aanagraang grtcngc 

<E10> Eb 
<E11> Eb 
<S1S> DNA 

<S13> Artificial Sequence 
<ES0> 

<SE3> Description of Artificial Sequence : synthesis 
<4DD> Eb 

atggcntcng cngcngcngc naaygc 



<S1D> E7 
<E11> 37 
<E1E> DNA 

<E13> Artificial Sequence 
<EED> 

<EE3> Description of Artificial Sequence : synthesis 
<4DD> E7 

cgacctccag aggcaattcc agagagatca gccctgg 



<E1D> Efl 
<E11> 34 
<E1E> DNA 

<E13> Artificial Sequence 
<SE0> 

<EE3> Description ,of Artificial Sequence : synthesis 
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<MDD> 2fl 

gtcttccaag cctacagatt tcaagtggct cctc 



<210> 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : synthesis 
< t 4DD> ST 

gctcagggca gtgaagatgc tcagggaaga 

<210> 3D 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<22D> 

<223> Description of Artificial Sequence : synthesis 
<i40D> 3D 

ctgacgtgca cagtcacctc gagcacc 



<210> 31 
<211> 3b 
<212> DNA 

<213> Artificial Sequence 
<22D> 

<223> Description of Artificial Sequence : synthesis 
<HDD> 31 

gaggtctcag aagaaggcac tgaggcaact gctgcc 



<21D> 32 
<211> n 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : synthesis 
<HUU> 32 

ctctatagga gacacttgg 



<21D> 33 
<211> n 
<212> DNA 

<213> Artificial Sequence 
<22D> 

<223> Description of Artificial Sequence : synthesis 
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<40D> 33 

gaaacaadtc aaagcaaac 



<210> 3H 

<211> 3D 

<212> DNA 

<213> Artificial Sequence 
<220> 

<EE3> Description of Artificial Sequence : synthesis 

<H00> 3M 

gaaattgaaa rcaarctgas yttycagaat 



<E10> 35 

<E11> El 

<E1E> DNA 

<E13> Artificial Sequence 
<EE0> 

<EE3> Description of Artificial Sequence : synthesis 

<4QD> 35 

ctgasyttyc agaatctaat ggamtggac 



<E1D> 3b 

•<211> 3D 

<E1E> DNA 

<E13> Artificial Sequence 
<S2D> 

<223> Description of Artificial Sequence : synthesis 

<400> 3b 

ggaytsaggr agtwgctttt cwacratrtt 



<21D> 3? 

<211> 3b 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : synthesis 

<400> 37 

gaggtctcag aggagggcac tgaagccact gctgcc 



<21D> 3fl 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<22D> 

<223> Description of Artificial Sequence : synthesis 
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<4D0> 3fl 

ccagtgcaga tctctctgga attgcctctg gaggtcgtc 



<E1D> 3=1 

<S11> S6 

<E1E> DNA 

<E13> Artificial Sequence 
<SED> 

<EE3> Description of Artificial Sequence : synthesis 

<400> 3^ 

gcctgttact gtataggaaa ccaaaccg 



<E1D> 40 

<E11> 3b 

<E1E> DNA 

<E13> Artificial Sequence 
<EE0> 

<ES3> Description of Artificial Sequence : synthesis 

<4DD> HO 

atggcytccc tygctgcwgc raatgcagar tttkgc 



<E10> 41 
<S11> EM 
<S1E> DNA 

<E13> Artificial Sequence 
<SED> 

<SE3> Description of Artificial Sequence : synthesis 
<40D> Ml 

atcggatcca tggcctccct tgct 



<S1D> HE 
<S11> ES 
<E1E> DNA 

<E13> Artificial Sequence 
<EED> 

<EE3> Description of Artificial Sequence : synthesis 
<4DD> HE 

ataagctttc atcatcaagg gcaag 



<E1D> 43 
<S11> 44 
<E1E> DNA 

<E13> Artificial Sequence 
<SSD> 

<EE3> Description of Artificial Sequence : synthesis 
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<mdo> M3 

atggatccgc cgccatggcc tcccttgctg cagcaaatgc agag 

<E10> MM 
<ail> 27 
<515> I>NA 

<E13> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : synthesis 
<400> MM 

tatcctgagg cagtgttaac aagcaac 
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